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Nerovnomerná rýchlost’

ATCATT

ATCATT
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I inzercie
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Zlučovanie rovnakých označeńı
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Vyhodnotenie



Datasety

Name Reads Repeats ratio Average repeat period
Saping 100 7.61% 5.84

Jamang 100 18.07% 63.72
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Použité obrázky

H. Teng et al. Chiron: translating nanopore raw signal directly into
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2018. giy037.
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